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Many of the world’s hunter-gather
and forest-dwelling peoples, which
hold important clues to the
evolution and dispersal of early
humans, are under increasing
threat of extinction or assimilation
into more modern populations.
With molecular tools now available
to carry out increasingly
informative DNA sequence
analyses of human relationships,
there is growing interest in genetic
studies on such people. These new
techniques, however, are also
creating a new pressure on the
ethnographic collections of human
material, such as hair, made by
travellers in the nineteenth and
early twentieth century, that
increasingly offer research
potential. The importance attached
to such material is now, however,
surrounded by growing concern
that it was often collected
seamlessly alongside material from
other animal species, and some
peoples are now wanting the return
of such remains gathered from
their ancestors. Therefore,
available material is in short supply
and under increasing demand as
samples are necessarily destroyed
by DNA extraction techniques. But
in the face of such concerns, a new
study on one of the most enigmatic
peoples in the world confirms just
how valuable studies using
contemporary and museum
material can be.
A team led by Erika Hagelberg at
the University of Oslo with
colleagues from India, the US, and
New Zealand report in this issue of
Current Biology a study of
Andaman islanders, inhabitants of
a remote archipelago in the Indian
Ocean. The origin of the Andaman
islanders has been the subject of
speculation for centuries, the
authors report, and they are now
close to extinction because of the
loss of traditional forest habitat and
disease. Of the dozens of
linguistically distinct tribes that
populated the islands in the early
twentieth century, only four survive,
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Vanishing: An Andaman islander displays traditional clay-painting adornment patterns captured in an early photograph. New studies
suggest the Andamanese derive from an ancient population that dispersed from Africa into Asia and survived because of their geo-
graphical isolation from subsequent populations entering Asia. (Photography courtesy of Cambridge University Press.)
with a total population of as few as
400–500 individuals. And only two
of these retain their traditional
forest-dwelling lifestyles.
Because the Andamanese share
physical features with African
pygmies, including short stature
and dark skin, and contrast with
other Asian pygmoid people, there
has been speculation that they
may be directly related to African
pygmies. However, a study of
blood groups in the 1950s showed
that they were more related to
Oceanic people than Africans and
the current work looks at molecular
markers on the Y chromosome,
maternally inherited mitochondrial
DNA and other chromosomal
regions for several groups of
Andaman islanders.
The results suggest that the
native Andamanese belong to a
group not previously identified in
Asia or Africa, suggesting an early
split from those populations for the
ancestors of this group.
The genetic patterns revealed
were supported by the analysis of
mitochondrial DNA extracted from
historical hair samples from the
Duckworth Collection at the
University of Cambridge, greatly
adding to the confidence in the
analyses and results.
But, in the new sensitivity about
the use of human remains in
museums, there are also concerns
about the loss of irretrievable
scientific insights. The Royal
College of Surgeons in London
decided this year to return all the
indigenous material it held in its
collection in Oxford following a visit
from a Tasmanian delegation
concerned about Aboriginal
material. And many other museums
are reconsidering their policies.
The balance between scientific
insight and cultural respect looks
set to be increasingly difficult.
Universities and museums with
research departments ‘fear that
important research such as in the
history of disease, changing
epidemiological patterns,
forensics and DNA resistance
could be compromised,’ says Jane
Morris, editor of the Museums
Journal. ‘They fear that a unique
history that will be impossible to
recover, which tells the story of
human diversity and global
migrations, will be lost.’
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One of the key problems facing
the management of endangered
species is the possibility that
dwindling populations become
isolated and inbred, further
threatening their existence. There
can be few species that have had
a tougher recent time of it than
the grey wolf (Canis lupus) which
has been subject of intense
hunting and extermination since
the nineteenth century. In the
1960s the grey wolf was finally
considered extinct on the
Scandinavian peninsular. But 20
years ago, a small breeding pack
was discovered in southern
Scandinavia, more than 900
kilometres from the nearest
known populations in Finland and
Russia to the east, sparking
controversy as to their origin.
Preliminary studies revealed a
lack of genetic variability in the
fewer than 10 individuals
comprising the pack during the
1980s. But after 1991, with no
changes in their circumstances
and continuing legal and illegal
hunting, the population began to
grow exponentially to a current
position of 10–11 breeding packs
comprising a total population of
around 90–100. Intrigued by these
findings, a team led by Carles
Vila, at the University of Uppsala,
and colleagues in Finland, Italy,
Sweden and Norway, began a
detailed genetic study of the
expanding population. Using a
variety of molecular tools,
including maternally, paternally
and bi-parentally inherited
markers, the researchers began
to track the population’s origins.
Lack of genetic variation in the
group led the researchers to
believe that a single pair of
wolves originally founded it. The
analyses also suggested that the
pair were more closely related to
the current eastern populations
than the historical Scandinavian
types. But after 1991, the
researchers found a sudden
increase in genetic variability in
subsequently tested wolves. As
they report in the Proceedings of
the Royal Society, London Series
B (published online), they
concluded that a single male
immigrant that had mated within
the group had led to a boost in
genetic diversity and mating
success.
Only immigrants that
successfully reproduce within the
population can contribute to the
rescue of the population. The
researchers found evidence of
another immigrant wolf in
Scandinavia in the early 1980s but
it failed to reproduce and so did
not contribute to the genetic
make-up of the population.
Such a dramatic improvement
in genetic variability and viability,
when an outsider breeds within a
bottlenecked population, will be a
cheering result for other
conservationists and population
biologists concerned about the
genetic health of isolated and
inbred populations: in this case at
least, just a single outsider can
make all the difference.
One wolf wonder
On the move: The arrival of a single wolf brought substantial benefits in breeding
prospects for an isolated group. (Photo: Oxford Scientific Films.) 
